
1 GJE-67 

SEQUENCE LISTING 

<110> Holms, Rupert D. 

<120> Regulatory/Unfolding Peptides of Ezrin 

<130> GJE-67 

<140> 09/856,070 

<141> 2001-05-17 

<15 0> PCT/GBO 0/03 5 66 

<151> 2000-09-15 

<150> 9921881.0 

<151> 1999-09-17 

<160> 28 

<170> Patentln version 3.1 

<210> 1 

<211> 32 

<212> PRT 

<213> Artificial 



( i:\SH AR!-;\Scqucnccs\(;Jl--67.txt/nNB/srp 



GJE-67 



<220> 

<221> MIS C_FEATURE 

<223> Hepreceptor peptide 

<400> 1 

Ala Arg Glu Glu Lys His Gin Lys Gin Leu Glu Arg Gin Gin Leu Glu 
15 10 15 



Thr Glu Lys Lys Arg Arg Glu Thr Val Glu Arg Glu Lys Glu Gin Met 
20 25 30 



< 2 1 0 > 2 

<211> 35 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_FE ATURE 

<223> Hepreceptor Peptide 

<400> 2 

Met Arg Glu Lys Glu Glu Leu Met Leu Arg Leu Gin Asp Tyr Pro Glu 
15 10 15 



Glu Lys Thr Lys Lys Ala Glu Arg Glu Leu Ser Glu Gin lie Gin Arg 
20 25 30 



Ala Leu Gin 
35 



<210> 3 
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3 

<211> 5 

<212> PRT 

<213> artificial 

<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 

<400> 3 

Thr Glu Lys Lys Arg 
1 5 

<210> 4 

<211> 9 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_F E ATURE 

<223> Hepreceptor peptide 

<400> 4 

Thr Glu Lys Lys Arg Arg Glu Thr Val 
1 5 

<210> 5 
<211> 11 
<212> PRT 

(,:\S|[ARIi\Scc]ucnccs\(..ll>67.t\t/nN[i/sni 
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4 

<213> artificial 
<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 

<400> 5 

Thr Glu Lys Lys Arg Arg Glu Thr Val Glu Arg 
15 10 

<210> 6 

<211> 5 

<212> PRT 

<2 13 > artificial 

<220> 

<221> MIS C_ FEATURE 

<223> Hepreceptor peptide 

<400> 6 

Lys Lys Arg Arg Glu 
1 5 

<210> 7 

<211> 8 

<212> PRT 

<213> artificial 




GJE-67 



< i:\SI IAKK\ScijuaKi:s'(iJH-67.l\[ DM) sip 



GJE-67 



<220> 

< 2 2 1 > MIS C_FEATURE 

<223> Hepreceptor peptide 

<400> 7 

Lys Lys Arg Arg Glu Thr Val Glu 
1 5 

<210> 8 

<211> 10 

<212> PRT 

<2 13 > artificial 

<220> 

< 2 2 1 > M I SC_FEATURE 

<223> Hepreceptor peptide 

<400> 8 

Lys Lys Arg Arg Glu Thr Val Glu Arg Glu 
15 10 

<210> 9 

<211> 11 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_FE ATURE 

(;:\SHARl-:\ScciucncosN(iJI:-()7.txt/nN»/sni 



6 GJE-67 

<223> Hepreceptor peptide 
<400> 9 

Lys Lys Arg Arg Glu Thr Val Glu Arg Glu Lys 
15 10 

<210> 10 

<211> 12 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_F E ATUR E 

<223> Hepreceptor peptide 

<400> 10 

Lys Lys Arg Arg Glu Thr Val Glu Arg Glu Lys Glu 
15 10 

<210> 11 

<211> 8 

<212> PRT 

<213> artificial 

<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 
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7 

<400> 11 

Lys Arg Arg Glu Thr Val Glu Arg 
1 5 

<210> 12 

<211> 10 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_FEATURE 

<223> Hepreceptor peptide 

<400> 12 

Lys Arg Arg Glu Thr Val Glu Arg Glu Lys 
15 10 

< 2 1 0 > 13 

<211> 11 

<212> PRT 

<213> artificial 

<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 

<400> 13 




GJE-67 
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8 GJE-67 

Lys Arg Arg Glu Thr Val Glu Arg Glu Lys Glu 
15 10 

<210> 14 

<211> 5 

<212> PRT 

<213> artificial 

<220> 

< 2 2 1 > M I SC_ FEATURE 
<223> Hepreceptor peptide 

<400> 14 

Arg Arg Glu Thr Val 
1 5 

<210> 15 

<211> 9 

<212> PRT 

<213> artificial 

<220> 

< 2 2 1 > MI S COFEATURE 

<223> Hepreceptor peptide 

<400> 15 

Arg Glu Thr Val Glu Arg Glu Lys Glu 
1 5 
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9 GJE-67 

<210> 16 

<211> 5 

<212> PRT 

<213> artificial 



<220> 

<221> MIS C_F EATURE 

<223> Hepreceptor peptide 



<400> 16 

Glu Arg Glu Lys Glu 
1 5 

<210> 17 

<211> 14 

<212> PRT 

<213> artificial 



<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 



<400> 17 

Glu Arg Glu Lys Glu Gin Met 
1 5 

<210> 18 
<211> 5 

(i:\SHARI-\Scqucnccs\(iJi-:-67.txt/t)NH/srp 



Met Arg Glu Lys Glu Glu Leu 
10 




10 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_FEATURE 

<223> Hepreceptor peptide 

<400> 18 

Lys Glu Glu Leu Met 
1 5 

<210> 19 

<211> 13 

<212> PRT 

<213> artificial 

<220> 

< 2 2 1 > M I S COFEATURE 
<223> Hepreceptor peptide 

< 4 0 0 > 19 

Lys Glu Glu Leu Met Leu Arg Leu Gin Asp Tyr Glu Glu 
15 10 

<210> 20 

<211> 14 

<212> PRT 

<213> artificial 

( i:\SI IAKl'\Scc]ucncesUi.H{-67.t\t/I)NIJ/srp 
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GJE-67 



<220> 

<221> MIS C_FE ATURE 

<223> Hepreceptor peptide 



<400> 20 

Lys Glu Glu Leu Met Leu Arg Leu Gin Asp Tyr Pro Glu Glu 
15 10 

<210> 21 

<211> 12 

<212> PRT 

<213> artificial 



<220> 

<221> MIS C_FE ATURE 

<223> Hepreceptor peptide 



<400> 21 

Glu Glu Leu Met Leu Arg Leu Gin Asp Tyr Glu Glu 
15 10 



<210> 22 

<211> 13 

<212> PRT 

<213> artificial 



<220> 

(i:\SHARiv 
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12 GJE-67 

< 2 2 1 > MI SC_FEATURE 

<223> Hepreceptor peptide 

<400> 22 

Glu Glu Leu Met Leu Arg Leu Gin Asp Tyr Pro Glu Glu 
15 10 

<210> 23 

<211> 11 

<212> PRT 

<213> artificial 

<220> 

<221> MISC_FEATURE 

<223> Hepreceptor peptide 

<400> 23 

Glu Leu Met Leu Arg Leu Gin Asp Tyr Glu Glu 
15 10 

<210> 24 

<211> 12 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_ FEATURE 

<223> Hepreceptor peptide 

( , : S 1 1 A R 1 ; ,Seq uences ( i J 1 ■ - 67 I \ t I )N B ; srp 



13 GJE-67 



;400; 



Glu Leu Met Leu Arg Leu Gin Asp Tyr Pro Glu Glu 
15 10 



<210> 25 

<211> 5 

<212> PRT 

<213> artificial 

<220> 

<221> MIS COFEATURE 

<223> Hepreceptor peptide 

<400> 25 

Met Leu Arg Leu Gin 
1 5 

<210> 26 

<211> 5 

<212> PRT 

<213> artificial 

<220> 

<221> MIS C_FEATURe 

<223> Hepreceptor peptide 



<400> 26 

(i: -SHARK Sequences (iJI--67.txt. DNH srp 



14 GJE-67 



Gin Asp Tyr Glu Glu 
1 5 



<210> 27 

<211> 6 

<212> PRT 

<213> artificial 

<220> 

< 2 2 1 > MIS C_F E ATURE 

<223> Hepreceptor peptide 

<400> 2 7 

Gin Asp Tyr Pro Glu Glu 
1 5 

<210> 28 

<211> 14 

<212> PRT 

<213> artificial 

<220> 

< 2 2 1 > MIS C_FE ATURE 

<223> Hepreceptor peptide 

<400> 28 

Thr Glu Lys Lys Arg Arg Glu Thr Val Glu Arg Glu Lys Glu 
15 10 
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